Impact of Microalgal Addition on the Soil Microbiome
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Methods

In this research, soil DNA was extracted using a DNeasy® PowerLyzer®
PowerSo1l® Kit and quantitative PCR (qPCR) was utilized to assess the
abundance of the soil microbial community using 16S rRNA gene-targeted
primers and primers for the nifH gene for nitrogen-fixing bacteria. The qPCR
assays were calibrated using standard curves generated from known quantities 0 : 12
of E. coli K12 plasmids containing the target gene sequences. e e
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